
0e+00

2e+05

4e+05

6e+05

8e+05

gg
t

gg
y

gg
o

gg
k

gg
e gt

r gt
j

gt
q

gt
p gt

s

Samples

M
ill

io
n 

re
ad

s

Category

Unmapped

Genes

Read counts



gge

ggk

ggo

ggt

ggy

gtj

gtp

gtq

gtr

gts

gg
e

gg
k

gg
o

gg
t

gg
y gt

j
gt

p
gt

q gt
r

gt
s

0

1000

2000

3000

4000

5000

Distance matrix heatmap



−2000 −1000 0 1000 2000

−
60

0
−

40
0

−
20

0
0

20
0

40
0

60
0

80
0

PCA plot: Sample Names

PC1 (87.6%)

P
C

2 
(1

.8
%

)

ggt

ggy
ggo

ggk

gge

gtr

gtj

gtq

gtp

gts



●

●

●

●

●

−400

0

400

800

−2000 −1000 0 1000 2000

PC1 (87.6%)

P
C

2 
(1

.8
%

)

Group
● Treat

Unt

PCA by group


