
0

250000

500000

750000

1000000

Dep
1

Dep
2

Dep
3

Dep
4

Dep
5

Dep
6

un
de

p1

un
de

p2

un
de

p3

un
de

p4

un
de

p5

un
de

p6

Samples

M
ill

io
n 

re
ad

s

Category

Unmapped

Genes

Read counts



Dep1

Dep2

Dep3

Dep4

Dep5

Dep6

undep1

undep2

undep3

undep4

undep5

undep6

Dep
1

Dep
2

Dep
3

Dep
4

Dep
5

Dep
6

un
de

p1

un
de

p2

un
de

p3

un
de

p4

un
de

p5

un
de

p6

0

500

1000

1500

Distance matrix heatmap



−500 0 500 1000

−
60

0
−

40
0

−
20

0
0

20
0

40
0

PCA plot: Sample Names

PC1 (19.3%)

P
C

2 
(1

1.
8%

)

Dep1

Dep2

Dep3

Dep4Dep5
Dep6

undep1

undep2

undep3

undep4

undep5

undep6



−600

−300

0

300

−500 0 500 1000
PC1 (19.3%)

P
C

2 
(1

1.
8%

)

Group

Depleted

Not depleted

PCA by group


